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Abstract
Grain yield and barley yellow dwarf virus (BYDV) tolerance are important quantitatively inherited traits in oat.  These traits have been major breeding objectives in the University of Illinois spring oat breeding program, and many other programs, for many years.  The University of Illinois breeding program is essentially an open, long-term recurrent selection program and uses rapid generation advancement by growing two generations of modified single seed descent in the greenhouse each winter. Advanced breeding lines and recently released cultivars from the Illinois program and other breeding programs are intermated, generations are advanced rapidly, and the best lines are selected for use as parents in the next cycle of crosses.  A system for BYDV tolerance evaluation is an important selection tool that has been employed for many years.  To determine whether elite lines from individual programs are being leveraged for improvement in other programs, we can look at the extent of germplasm sharing across programs. One approach to do this is to examine pedigree records and determine the relatedness of germplasm from different programs. We will report on this relatedness using pedigrees from the USDA uniform midseason and early oat performance nurseries (UMOPN and UEOPN). We will also take advantage of the long-term nature of the uniform nurseries to evaluate progress in elite spring oat breeding lines over the last twenty-five to thirty years for yield and BYDV. Finally, we will discuss the possibility that high density markers may be able to improve the ability of the uniform nurseries to serve as a vehicle for germplasm exchange. Until now, the uniform nurseries have allowed breeders to identify breeding lines from other programs that perform well locally for use as parents. With high density markers, it may be possible to refine the exchange to become one of introgressing “genomic regions performing well locally.” 

