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	The aims of the meeting are to review progress in genomics relevant to crop improvement and foster links between genomics, trait analysis, breeding systems and technology priority areas.

Areas for discussion include:

· Progress in genome analysis of the major crops

· Genome dynamics, polyploidy and domestication

· Population genomics and evolution

· Marker assisted breeding and trait analysis

· New approaches to genome sequencing, polymorphism detection and bioinformatics

· Addressing technology priorities in food and renewable resource production, sustainable agriculture and the environment



	

	Wednesday
8
November
	13.00-15.00 
	Welcome & Registration

	
	Session 1 ( Crop Genomics
Chair: Michael Bevan ( John Innes Centre, UK

	
	15.00-15.15
	Julia Goodfellow ( BBSRC, Swindon , UK
	Opening Address

	
	15.15-15.35
	Rod Wing ( University of Arizona, Tucson, US
	The maize genome project

	
	15.35-16.00
	Catherine Feuilett ( INRA, Clermont-Ferrand, FR
	Triticeae genomics

	
	16.00-16.30
	Coffee break

	
	16.30-16.55
	Ian Bancroft ( John Innes Centre, Norwich, UK
	Brassica genomics

	
	16.55-17.20
	Willem Stiekema ( CBSG, Wageningen, NL
	The Solanaceae Genome project

	
	17.20-17.45
	John Mackay ( University of Montreal, CA
	Spruce Genomics

	
	18.00
	Drinks Reception

	
	19.30
	Dinner

	

	Thursday
9
November
	Session 2 ( Crop Functional Genomics
Chair:  Rebecca Doerge ( Purdue University, US

	
	09.30 – 09.55
	Takeshi Izawa ( National Institute of Agrobiological Sciences, JP
	Genetics of rice domestication

	
	09.55-10.20
	Andrzej Kilian (  Diversity Arrays Technology, Yarralumla, AU
	Polymorphism analysis in wheat

	
	10.20-10.45
	Patrick Schweizer ( IPK, Gatersleben, DE
	Functional genomics in barley

	
	10.45-11.15
	Coffee break

	
	11.15-11.40
	Rishi Bhalerao (  Umea Plant Science Centre, SW
	Poplar functional genomics


	
	Short oral presentations selected from abstracts

	
	11.40-12.05
	Short talk ( Affiliation
	

	
	12.05-12.25
	Short talk ( Affiliation
	

	
	12.25.12.50
	Short talk ( Affiliation
	

	
	13.00
	Lunch

	
	Session 3 ( Genome & Population Dynamics
Chair:  Wayne Powell ( NIAB, UK  

	
	14.30-14.55
	Richard Clark ( MPI, Tübingen, DE
	Natural variation in Arabidopsis and its close relations

	
	14.55-15.20
	Vincent Colot ( CNRS Evry, FR
	Arabidopsis epigenomics

	
	15.20-15.45
	Michele Morgante ( University of Udine, IT
	Genome dynamics in plants

	
	15.45-16.15
	Coffee break

	
	16.15-16.40
	Robert Martienssen ( CSHL, USA
	The control of heterochromatin in plants and fission yeast

	
	Short oral presentations selected from abstracts

	
	16.45-17.10
	Short talk ( Affiliation
	

	
	17.10-17.35
	Short talk ( Affiliation
	

	
	19.30
	Dinner

	
	21.00
	Poster session

	

	Friday
10
November


	Session 4 ( Marker Assisted Breeding & Trait Analysis
Chair: Robbie Waugh ( SCRI, UK

	
	09.00-09.35
	Simon Berry & Bill Angus ( Nickerson-Advanta, UK
	Integrating MAS into a wheat breeding programme

	
	09.35-10.10
	Wayne Powell ( NIAB, Cambridge, UK
	Pre-breeding and trait analysis

	
	10.10-10.45
	Steve Jefferies ( Roseworthy, Adelaide, AU
	The role of MAS in wheat improvement in Australia

	
	10.45-11.15
	Coffee break

	
	11.15-11.40
	Scott Tingey ( Dupont de Nemours, Wilmington, US
	Association Genetics and Positional Cloning in Maize

	
	11.40-12.05
	Kim Hammond-Kosack ( BBSRC, UK
	Forward genetics for gene discovery in wheat

	
	Short oral presentations selected from abstracts

	
	12.10-12.35
	Short talk ( Affiliation
	

	
	12.35-13.00
	Short talk ( Affiliation
	

	
	13.00
	Lunch



	
	Session 5 ( Sequencing, Polymorphism Detection Systems, Bioinformatics & Future Priorities
Chair: Catherine Feuilett ( INRA, FR

	
	14.30-15.05
	David Bentley ( Solexa Ltd, Little Chesterford, UK
	Novel (re-)sequencing technologies

	
	15.05-15.40
	Rebecca Doerge ( Purdue University, West Lafayette, US
	Integrating ELP and SFP analyses in Arabidopsis

	
	15.40-16.15
	Robbie Waugh ( SCRI, Dundee, UK
	Ilumina technology and barley genomics

	
	16.15-16.45
	Coffee break


	
	16.45-17.20
	Willi Gruissem ( ETH Zurich, CH
	Improving nutritional value of traditional crops

	
	Short oral presentations selected from abstracts

	
	17.20-17.45
	Short talk ( Affiliation
	

	
	17.45-18.10
	Short talk ( Affiliation
	

	
	18.10-18.35
	Michael Bevan ( John Innes Centre, UK
	Closing Address

	
	19.30
	Dinner

	

	Saturday
11
November


	
	Breakfast & Departure


