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Bayer CropScience and the dsRNAguard consortium are seeking one Postdoc in the field of Plant Small RNA in Lyon Research Center

Crop yield and the quality of plant products are affected by a plethora of plant diseases. The agronomical most important losses are caused by fungal and oomycete pathogens. Gene technology offers large possibility of efficient and durable crop protection, as demonstrated by the success of insect-resistant maize and cotton cultivars carrying Bt toxin genes. Members of the dsRNAguard consortium recently discovered that silencing of key fungal transcripts by plants expressing RNAi constructs provides protection against important pathogens such as powdery mildew, rice blast or Fusarium sp. This discovery has an enormous application potential for the production of healthier and safer food without the need of chemical disease control, and has been protected by patent applications from Bayer Crop Science (BCS) and the Leibniz Institute of Plant Genetics and Crop Plant Research (IPK). The aim of the dsRNAguard consortium is to study the mechanisms of host-induced gene silencing (HIGS) in major fungal and oomycete diseases of mono- and dicots, and to develop and optimize the technology for its future application in agricultural practice. 

The successful candidate will contribute to the dsRNAguard project with:

· analysis small-RNA data acquired within the dsRNAguard project to unravel silencing processes in different plant/pathogen interactions 

· interactions with scientists from the consortium in order to transform their research questions into further experimental design and analysis approaches.
· contribution to the development of data analysis tools and pipelines to ensure that the best statistical and technical practices for given experiments or research questions are applied

We offer a pleasant and challenging environment aiming at talent developments and opportunities to work on exciting problems at the edge of current knowledge. The candidate will collaborate closely with researchers across the consortium and contribute to the reporting and publications of the project.

We seek creative, flexible and highly motivated candidates with a PhD in the life sciences, preferentially bioinformatics, genomics and/or genetics. Experience in programming and data analysis is essential. Prior experience working with sequencing data, i.e. alignment of next-generation data, as well as detection and annotation of small RNA would be a distinct advantage. Experience in data visualization - e.g. using tools like SeqMonk or Genedata Refiner genome - would also be considered as a big plus. Good communication skills are required.

One and a half year commitment is expected from the candidate, starting October 2012. 

Applications including c.v., publication list, should be sent to:

bernard.pelissier@bayer.com

Disease Control Biology

Bayer SAS, 14 impasse Pierre Baizet

BP99163, Lyon Cedex 09 - France


