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GrainGenes Tutorial: 
CMap



  

CMap can be accessed from the GrainGenes 
Tools dropdown menu or from the Quick Links 

panel on the GrainGenes homepage



  

From the CMap start page, you can choose 
between two Data Sources: GrainGenes maps 

and the Wheat Composite Map. For this tutorial, 
we will choose the GrainGenes maps.

CMap – Map Selection



  

CMap –
 Reference Map Selection

To select a 
reference map, 

choose a species 
from the 

dropdown.
In this tutorial, we 

will select 
hexaploid wheat 

(Triticum 
aestivum)

Once selected, 
click the Change 
Species button.



  

CMap –
 Reference Map Selection

Then we can 
select a reference 

map from the 
Reference set 

dropdown.
In this tutorial, we 

will select the 
Wheat 90K SNP 
Array map () set 
as our reference.
Once selected, 
click the Show 
Selected Set’s 
Maps button.



  

CMap –
 Reference Map Selection

● Next, we can select which 
maps from the reference 
map set we wish to see.

● From the Reference Map 
panels, we can select –
All-- to view all the maps 
in the map set.

● We can select multiple 
consecutive maps by 
clicking the first map, 
holding shift and then 
releasing on the last map.

● Non-consecutive maps 
can be selected with Ctrl-
click.

● Selected maps will be 
highlighted in orange.



  

CMap –
 Reference Map Selection

● If you wish to 
compare maps 
between map sets, it 
is usually best to 
choose one map at a 
time

● Below the Reference 
Map window, we can 
adjust which regions 
of the selected map 
we wish to view, and 
which features (loci, 
qtl, etc.) we want 
shown

● For this tutorial, we 
will look at the map 
for chromosome 3B

● To view the selected 
maps, click Draw 
Selected Maps



  

CMap –
 The Map Viewer

● A chromosomal view 
will be shown of the 
selected map

● By clicking on a locus 
feature, we can learn 
more about the 
feature location and 
correspondences

● Note that for dense 
maps, not all markers 
will be shown 
automatically 



  

CMap –
 Comparing Maps

● By clicking Draw Maps Right, a 
Panel Appears where you are 
prompted to select from a list of 
maps which have 
correspondences to the 
reference map.

● The number in brackets next to 
the map name shows how many 
maps have correspondences 
within the map set

Below the map view is a 
Map Options Panel which 
shows the current map and 
buttons on either side: 
Draw Maps Left and Draw 
Maps Right



  

CMap –
 Comparing Maps

● After selecting a map set from the dropdown, 
we are prompted to choose a map within the 
mapset to draw. The number in brackets next 
to the map name shows how many features 
are shared between the reference map and 
this map.

● After selecting a map, click Add Maps to draw
● The map will appear next to the Reference 

map, with blue lines drawn between shared 
features. Features that have 
correspondences will be red in red



  

CMap –
Highlight Features

●  Scrolling down on the map view page, there 
are many options to edit the size of the map 
display, which features and correspondences 
are shown, and other advanced options

● One notable option is the Highlight Features 
option, which allows you to identify individual 
loci or other features in drawn maps

● By typing in a feature name, or list of names 
separated by commas, and clicking the 
Redraw button, the map will be redrawn with 
that feature or list of features highlighted in 
yellow



  

CMap –
 Navigation from Report Pages

The CMap viewer is 
interconnected with the 
GrainGenes database, and 
there are two ways to 
navigate to the CMap page 
from the database browser:

1) Map Data Report pages 
allow you to select individual 
maps. Clicking on them will 
open a new tab with the 
CMap view of this map

2) Locus Report pages list 
all of the maps that contain 
that specific locus as well as 
the position of that locus. By 
clicking, you can view the 
map in CMap with the locus 
highlighted in yellow

1)

2)
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